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RESULTS: BIOLOGXsym simulations, combining
exposure, LAMPS-informed toxicity mechanisms, and a
virtual population of normal healthy volunteers (NHV
SimPops®, n=285) predicted plasma alanine
aminotransferase (ALT) >3X upper limit of normal (ULN)
for large molecules with clinical BILI liabilities: GGF2
(Sim: 0.7%, Data: 4.6% with ALT >3X ULN),
tocilizumab (Sim: 6.7%, Data: 0.7-33.8% with ALT >1- 5X
ULN), ipilimumab (Sim: 15.1%, Data: 10.9% with
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